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eriments for HSA binding studies. All of
7 also had single-site binding with HSA,
cur at Sudlow site I. These properties
se compounds useful alternatives to
warfarin in stt f drug-protein binding with HSA.

Introduction

Human serum albumin (HSA) is the most abundant plasma
protein in the circulatory system. HSA is an important
transport protein in the body with a typical concentration of
50 g/L. It has a molecular mass of 66,438 Da and is a
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disulfide bonds.

The following equation has been used to study the
binding affinity of coumarin compounds to HSA. This
equation is used in the case of single-site binding:
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absorbance, 275nm

Compound K, (M1) m, (moles)

Warfarin* 2.5x 105 NA

Coumarin 4.6 x 103 2.8 x 107
(+ 1.8 x 103) (+ 1.1 x107)
7-Hydroxy- 1.5 x 104 7.0 x 107

coumarin (+ 0.3 x 104 (+ 1.6 x 1077)
7-Hydroxy-4- 2.1x 104 5.5x 107
methylcoumarin +0.2 x 104 +1.0x 107

Breakthrough curves for coumarin on immoblized HSA
column
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Future Work

In the future 1 will run competition studies with warfarin to
confirm that binding of these other compounds is occurring
at the “warfarin site” and test other coumarin compounds.
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